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e transition_states = "time_point"
e transition_length = 2 / state_length = 2
e fps=10

e renderer = gifski_renderer()
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THEARNREIEYE, 7 RStudio 131T:

# T#
curl -0 https://<your-site>/figcode/scripts/volcano—-animated.R
curl -0 https://<your-site>/figcode/data/volcano-animated.csv

3. R

# CRAN &
install.packages(c("gganimate", "ggplot2", "gifski"))

# Bioconductor £ (41%)
# BiocManager::install(c())

RS

library(gganimate)
library(ggplot2)

# ——— Demo: 4 time points ——-
set.seed(42)
times <- c("@h", "6h", "12h", "24h")
make_de <- function(t) {
n <— 800
data. frame(
gene = paste@("Gene", 1:n),
10g2FC = rnorm(n, 0, 1.4 x (which(times == t) / length(times))),
padj = runif(n, 0, 1),
time_point = factor(t, levels = times)

¥

df <- do.call(rbind, lapply(times, make_de))

df$padj [sample(nrow(df), 60)] <- runif(60, le-12, 0.001)

df$sig <- ifelse(df$padj < 0.05 & df$log2FC > 1, "Up",
ifelse(df$padj < 0.05 & df$log2FC < -1, "Down", 'NS"))

# ——— Animated volcano ——
p <- ggplot(df, aes(log2FC, -logl@(padj), color = sig)) +
geom_point(size = 0.7, alpha = 0.6) +
scale_color_manual(values = c(Up="#dc2626", Down="#2563eb", NS="#9ca3af")) +
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geom_vline(xintercept = c(-1, 1), linetype = "dashed") +
geom_hline(yintercept = -10g10(0.05), linetype = "dashed") +
labs(title = "Volcano at {closest_state}",

x = "log2 Fold Change", y = "-logl@(padj)") +
theme_classic()

p_anim <- p + transition_states(time_point, transition_length = 2,
state_length = 1) +

ease_aes("cubic-in-out") +
enter_fade() + exit_fade()
# Save as gif

anim_save("plot_001.gif", animation = p_anim,
width = 700, height = 500, fps = 10, duration = 6)
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