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# T#
curl -0 https://<your-site>/figcode/scripts/treemap.R
curl -0 https://<your-site>/figcode/data/treemap.csv

3. REMKH

# CRAN &
install.packages(c("treemap"))

# Bioconductor & (41&)
# BiocManager::install(c())

s

library(treemap)

# ——— Demo: GO BP top categories ——-
df <- data.frame(
category = c(rep("Immune Response", 4),
rep("Cell Cycle", 4),
rep("Metabolism", 5),
rep("Signal Transduction", 4),
rep("Apoptosis", 3)),

term = c(

PARIE

"T cell activation","B cell proliferation","Cytokine response","Interferon signal

"Mitotic G1/S","Spindle checkpoint","DNA replication","Cytokinesis",

"Lipid metabolism","Glycolysis","Amino acid","Cholesterol","Fatty acid oxidation"

"MAPK","Wnt","TGFb","Hedgehog",
"Caspase activation","BCL2 family","Mitochondrial apoptosis"
),
count = c(45, 32, 28, 25,
56, 42, 38, 30,
48, 36, 33, 30, 28,
52, 41, 35, 31,
38, 30, 25)

treemap (
df,
index = c('"category", "term"),

BioF3

2/3



BioF3 FigCode PR IE

vSize = "count",

vColor = "category",

type = "categorical",

palette = c("#dc2626","#2563eb","#059669","#d97706" ,"#7c3aed"),
title = "GO BP — Enrichment by Category",

fontsize.labels = c(15, 9),

fontcolor.labels = c("white","white"),

border.col = "white",

border.lwds = c(2, 1),

align.labels = list(c("left","top"), c("center","center"))
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