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e coord_type = "generic" / "grid"
e n_neighs=6
e cluster_key = "cell_type"

e mode = "zscore"
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#TFF FigCode fE44%2E, REATRFRAN"ELEEZMEIFTBARERSELE, THRRE.
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# T#
curl -0 https://<your-site>/figcode/scripts/squidpy—-neighbors.R
curl -0 https://<your-site>/figcode/data/squidpy—-neighbors.csv
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# CRAN &
install.packages(c("squidpy", "scanpy", "matplotlib"))

# Bioconductor £ (41%)
# BiocManager::install(c())
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import squidpy as sq
import scanpy as sc
import matplotlib.pyplot as plt

# ——— Demo: Squidpy built-in mouse brain ——-
adata = sq.datasets.visium_hne_adatal()

# ——— Compute spatial neighbors graph —-—-—
sg.gr.spatial_neighbors(adata, coord_type="generic", n_neighs=6)

# ——— Neighborhood enrichment (z-score) ——-
sq.gr.nhood_enrichment(adata, cluster_key="cluster")

fig, axes = plt.subplots(1, 2, figsize=(13, 5.5))

# Panel 1: spatial scatter
sc.pl.spatial(
adata, color="cluster",
img_key=None, spot_size=15,
ax=axes[0], show=False, title="Tissue clusters"

# Panel 2: neighborhood enrichment heatmap
sg.pl.nhood_enrichment
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2 ] P
adata, cluster_key="cluster",

method="ward", cmap="RdBu_r",

ax=axes[1], title="Neighborhood enrichment (z-score)"

plt.tight_layout()
plt.savefig("plot_001.png", dpi=150, bbox_inches="tight")

BN B CHEUE

BIZAFHRA # ——— Demo data ——— #IMENEBEZRAIEIEEMNE, BN EHCHEER, ®RIFTIE—HK
e

o AT : AnnData T} F (adata.obsm["spatial"] 445 + obs.cell_type)
e {HM read.csv() |/ readRDS() IEENAHII
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