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# T#
curl -0 https://<your-site>/figcode/scripts/spatial-1lr-1liana.R
curl -0 https://<your-site>/figcode/data/spatial-1lr-1liana.csv
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# CRAN &
install.packages(c("squidpy", "scanpy", "liana", "matplotlib"))

# Bioconductor £ (41%)
# BiocManager::install(c())
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import squidpy as sq

import scanpy as sc

import liana as li

import numpy as np

import matplotlib.pyplot as plt

# ——— Demo: Squidpy AE/NEAT Visium HnE EBHZLH#E ——
adata = sq.datasets.visium_hne_adatal()

sc.pp.normalize_total(adata, target_sum=1le4)
sc.pp.loglp(adata)

# ——— EZ55%0/E& + LIANA bivariate (55/5//&4] LR) ——-

# & n_perms=None (#4%); IEsUo#T#EIX n_perms=100 HEHRZENL

sg.gr.spatial_neighbors(adata, coord_type="generic", n_neighs=6)

1r = li.mt.bivariate(adata, resource_name="mouseconsensus",
local_name="cosine'", n_perms=None,
use_raw=False, nz_prop=0.05, verbose=False)

# ——— Top-1 LR pair WIZ|EEE7E —-

import scipy.sparse as sp

X = lr.X.toarray() if sp.issparse(lr.X) else np.asarray(lr.X)
mean_score = X.mean(axis=0)

top_1lr = lr.var.index[int(np.argmax(mean_score))]
adata.obs["LR_score"] = X[:, int(np.argmax(mean_score))]

TIMGECE.,

25 A LA 2

2/3


file:///Users/zhangdiandian/Documents/1.WorkDir/BioinfoTools/BioF3/static/exports/figcode

BioF3 FigCode 25 ] AR 4k

sc.pl.spatial(adata, color="LR_score", img_key="hires",

cmap="Reds", title=f"LR: {top_1lr}", show=False)
plt.savefig("plot_001.png", dpi=150, bbox_inches="tight")
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o HIAIETIN: AnnData T[E]XH (adata.obsm["spatial"] &4L4R + log-normalized &iX)
e {#F read.csv() / readRDS() iEERASIHNSC {4
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