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THEARNREIEYE, 7 RStudio 131T:

# T#
curl -0 https://<your-site>/figcode/scripts/sc—-qc-violin.R
curl -0 https://<your-site>/figcode/data/sc—qc-violin.csv

3. R

# CRAN &
install.packages(c("patchwork™))

# Bioconductor £ (41%)
# BiocManager::install(c())

RS

library(Seurat)
library(patchwork)

# ——— Demo data ——

data("pbmc_small")

seu <— pbmc_small

seu[["percent.mt"]] <- PercentageFeatureSet(seu, pattern = "~MT-")

# Inject demo MT% if absent

if (all(seu$percent.mt == 0)) {
set.seed(42)
seu$percent.mt <— runif(ncol(seu), 0, 25)

by

# ——— Three-panel violin ——

pl <- VlnPlot(seu, features = "nFeature_RNA", pt.size = 0.3) +
NoLegend() + ggtitle('Detected genes / cell")

p2 <- VlnPlot(seu, features = "nCount_RNA", pt.size = 0.3, log = TRUE) +
NoLegend() + ggtitle("Total UMI / cell (log)")

p3 <- VlnPlot(seu, features = "percent.mt", pt.size = 0.3) +
NoLegend() + ggtitle("% Mitochondrial reads")

pl | p2 | p3
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