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curl -0 https://<your-site>/figcode/scripts/sc—-deg-heatmap.R
curl -0 https://<your-site>/figcode/data/sc—-deg-heatmap.csv
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# CRAN £
install.packages(c("dplyr"))

# Bioconductor £ (41%)
# BiocManager::install(c())
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library(Seurat)
library(dplyr)

# ——— Demo data ——-
data("pbmc_small")
seu <— pbmc_small

# ——— Compute markers ———
all_markers <— FindAlWarkers(

seu, only.pos = TRUE, min.pct = 0.25, logfc.threshold = 0.25,

verbose = FALSE

top_n <= 5

top_markers <— all_markers %>%
group_by(cluster) %%
slice_max(order_by = avg_log2FC, n = top_n) %>%
pull(gene) %% unique()

# ——— Heatmap (Seurat built-in) ——-
DoHeatmap (

seu,

features = top_markers,

size = 3.5,
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angle = 0
) +

scale_fill_gradientn(colours = c("#2563eb", "white", "#dc2626")) +
labs(title = sprintf("Top %d Markers per Cluster", top_n))
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