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# T#
curl -0 https://<your-site>/figcode/scripts/ridge—-gsea.R
curl -0 https://<your-site>/figcode/data/ridge-gsea.csv

. RRARH

# CRAN &
install.packages(c("DOSE"))

# Bioconductor & (%&)
# BiocManager::install(c("clusterProfiler", "enrichplot", "org.Hs.eg.db"))
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library(clusterProfiler)
library(enrichplot)
library(org.Hs.eg.db)

# ——— Demo: build a fake gseaResult-like data structure with real fgsea ——-
set.seed(42)
n <- 5000

genelist <- rnorm(n)
names(genelist) <- paste@("Gene", 1:n)
genelist <- sort(genelist, decreasing = TRUE)

# —— Use a small built-in gene set list for demo ——-—
data(genelList, package = "DOSE")
gsea <— gseGO(

genelList = genelist,
OrgDb = org.Hs.eg.db,
ont = "BP",
minGSSize = 20,
maxGSSize = 500,
pvalueCutoff = 0.05,
verbose = FALSE

)

# ——— Ridge plot ——-

ridgeplot(gsea, showCategory = 12, fill = "p.adjust", orderBy = "NES") +
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scale_fill_gradient(low = "#dc2626", high = "#2563eb") +
labs(title = "GSEA Ridge Plot — leading edge gene log2FC")
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