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THEARNREIEIE, 2 RStudio 1B1T:

# T#
curl -0 https://<your-site>/figcode/scripts/pr-curve.R
curl -0 https://<your-site>/figcode/data/pr-curve.csv

3. BEAMKH

# CRAN £
install.packages(c("PRROC", "ggplot2", "pROC"))

# Bioconductor £ (#1%)
# BiocManager::install(c())

e

library(PRROC)
library(ggplot2)

# ——— Demo: imbalanced data (5% positive) ——-
set.seed(42)

n <- 1000

truth <- rbinom(n, 1, 0.05)

score <- truth * 0.6 + rnorm(n, 0, 0.4)

# —— PR curve —-—
pr <- pr.curve(
scores.class@
scores.classl
curve = TRUE

score[truth == 1],
score[truth == 0],

# Also compute ROC for reference
library(pROC)
roc_obj <- roc(truth, score)

# —— Plot —

df_pr <- data.frame(
Recall = pr$curvel, 11,
Precision = pr$curvel, 2]

)

baseline <— mean(truth)

ggplot(df_pr, aes(Recall, Precision)) +

BioF3 2/3



BioF3 FigCode Precision-Recall ]k

geom_path(color = "#dc2626", size = 1.2) +
geom_hline(yintercept = baseline, linetype = '"dashed", color = "grey50") +
annotate("text", x = 0.7, y = 0.85,

label = sprintf("AP = %.3f\nBaseline = %.3f\n(ROC AUC = %.3f)",

pr$auc.integral, baseline, auc(roc_obj)),
hjust = 0, size = 3.6) +
labs(title = "Precision-Recall Curve", x = "Recall", y = "Precision") +
scale_x_continuous(limits = c(@, 1)) +
scale_y_continuous(limits = c(@, 1)) +
theme_classic()
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