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# T#H
curl -0 https://<your-site>/figcode/scripts/lfc-scatter.R
curl -0 https://<your-site>/figcode/data/lfc-scatter.csv

3. REMKH

# CRAN &
install.packages(c("ggplot2"))

# Bioconductor & (%&)
# BiocManager::install(c())

s

library(ggplot2)

# ——— Demo data ———

set.seed(42)

n <- 1500

1fcl <- rnorm(n, 0, 2)

1fc2 <- 1fcl + rnorm(n, @, 0.5) # Correlated with noise
compare_df <- data.frame(lfc_deseq2 = 1fcl, 1fc_edger = 1fc2)
cor_val <- cor(1lfcl, 1fc2)

# ——— Plot —-—
ggplot(compare_df, aes(x = 1fc_deseq2, y = lfc_edger)) +
geom_point(size = 0.8, alpha = 0.4, color = "#475569") +

geom_abline(slope = 1, intercept = 0, linetype = "dashed", color = "red") +

geom_smooth(method = "1m", se = FALSE, color = "#2563eb") +

annotate("text", x = -4, y =5, label = paste@("r =", round(cor_val, 3)),
size = 4, fontface = "bold") +

labs(x = "1log2FC (DESeqg2)", y = "log2FC (edgeR)",
title = "LFC Concordance: DESeqg2 vs edgeR") +
theme_classic()
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