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mkdir -p ~/biof3-data
cd ~/biof3-data
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mkdir -p ~/biof3-data/pbmc3k
cd ~/biof3-data/pbmc3k

curl -L -0 https://cf.l0xgenomics.com/samples/cell-exp/1.1.0/pbmc3k/pbmc3k_filtered gene bc matrices

tar -xzf pbmc3k filtered gene bc_matrices.tar.gz
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library(Seurat)

data_dir <- "~/biof3-data/pbmc3k/filtered gene bc matrices/hgl9"
counts <- ReadlOX(data.dir = data_dir)
pbmc <- CreateSeuratObject(counts = counts, project = "PBMC3K")
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Rscript scripts/single-cell/sc0l data_sci.R
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mkdir -p ~/biof3-data/pbmc5k-citeseq
cd ~/biof3-data/pbmc5k-citeseq

curl -L -0 https://cf.l0xgenomics.com/samples/cell-exp/3.1.0/5k_pbmc protein v3_ nextgem/5k_pbmc prot

tar -xzf 5k_pbmc_protein v3_nextgem filtered_ feature bc matrix.tar.gz

Seurat SR :

library(Seurat)

data_dir <- "~/biof3-data/pbmc5k-citeseq/filtered_ feature bc_matrix"
counts <- ReadlOX(data.dir = data_dir)

pbmc <- CreateSeuratObject(counts = counts$ Gene Expression”, project = "PBMC5K CITE")
pbmc[["ADT"]] <- CreateAssayObject(counts = counts$ Antibody Capture-)
pbmc
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mkdir -p ~/biof3-data/visium-breast-cancer

cd ~/biof3-data/visium-breast-cancer

curl -L -0 https://cf.l0xgenomics.com/samples/spatial-exp/1.1.0/V1_Breast Cancer_ Block A Section_ 1/%\

tar -xzf V1 _Breast Cancer Block A Section_ 1 filtered feature bc_matrix.tar.gz
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mkdir -p ~/biof3-data/pbmclOk-scatac
cd ~/biof3-data/pbmclOk-scatac
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