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Volcano plots: all contrasts vs Ctrl
Ubi chain length increases left to right; more DE proteins with longer chains
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Top 30 DE proteins (Ubi6 vs Ctrl, row z-score)
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Top 6 DE protein intensity profiles
VSN-normalized + imputed intensities across conditions
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DE protein overlap across contrasts
Which proteins are shared by multiple Ubi-length comparisons
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LFC correlation: Ubi4 vs Ubi6 (r = 0.82)
Points above the diagonal = stronger effect at longer Ubi chain
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Top 20 DE proteins by ILFCI (Ubi6 vs Ctrl)

Sorted by absolute fold change; color = direction
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