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GO biological process enrichment (Ubi6 vs Ctrl)
Top 15 BP terms from DE proteins (padj<0.05, ILFCI>1)

catabolic process A

proteolysis 1 .

macromolecule catabolic process 1 ‘
macromolecule modification 1 ‘

modification-dependent protein catabolic process - ‘

modification-dependent macromolecule catabolic | .
process

macroautophagy - @)

regulation of proteolysis 1 (@)

immune response-activating cell surface receptor | @
signaling pathway

negative regulation of canonical NF-kappaB | .
signal transduction

response to interleukin-1 4 Q

positive regulation of NF-kappaB transcription | ®
factor activity

cellular response to interleukin-1{ @

protein targeting to membrane{ @

0.1 0.2 03
GeneRatio

0.4

—i& GO +

p.adjust

1e-08
1e-06
1e-04
1e-02

Count
O 10
O 20
O =0
(O 40

B 1: GO biological process E£& dotplot, jZEMIBXEEE (BAMRE. ZREEETY) HiEszaE, FeXRiRIT,

BioF3

1/5


file:///Users/zhangdiandian/Documents/1.WorkDir/BioinfoTools/BioF3/exports/articles/proteomics/module02/index.html
file:///Users/zhangdiandian/Documents/1.WorkDir/BioinfoTools/BioF3/exports/articles/bulk-rnaseq/module03/index.html
data:text/x-r-source;base64,

BioF3 HFEIBEH T

Deubiquitination 1

Ub-specific processing proteases 1

Interleukin-1 signaling

Interleukin-1 family signaling 1

Activation of NF-kappaB in B cells 1

FCERI mediated NF-kB activation

Downstream signaling events of B Cell Receptor |
(BCR)

Downstream TCR signaling 1

TCR signaling 1

Signaling by the B Cell Receptor (BCR)

CLEC7A (Dectin-1) signaling

Fc epsilon receptor (FCERI) signaling

Defective CFTR causes cystic fibrosis 1

ABC transporter disorders 1

AMPK-induced ERAD and lysosome mediated |
degradation of PD-L1(CD274)

Reactome pathway enrichment (Ubi6 vs Ctrl)
Top 15 Reactome pathways

03 INREE4 S Reactome @I

2: Reactome B ES., Reactome FIBKRHAIELL GO B4, EEEMEIEAFNESHEX,

BioF3

0.20

GeneRatio

024

0.28

p.adjust
1e-12

3e-12
1e-11

3e-11

Count

16
18
20
22

24

OO00o0

2/5



BioF3 HFEIEH T

GO BP term similarity network
Connected terms share DE proteins; clusters = related biology
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GO BP: upregulated vs downregulated proteins
Separate enrichment for up and down DE proteins
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GSEA (GO BP): top activated and suppressed terms

Ranked by NES; proteins ranked by sign(LFC)*-log10(padj)
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