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# “9PERKE (case/control)

plink2 --bfile cohort \
--pheno phenotype.txt \
--covar covariates.txt \
--glm \

--out gwas_results

# it gwas_results.PHENOl.glm.logistic.hybrid

Manhattan plot

library(ggman)
results <- read.table("gwas_results.PHENOl.glm.logistic.hybrid",
header = TRUE)

manhattan(results, chr = "CHROM", bp = "POS", p = "P", snp = "ID",

suggestiveline = -logl0O(le-5), genomewideline = -logl0(5e-8))

QQ plot

QQ plot I0E p EAIEMREZAK (genomic inflation factor A) , A > 1.1 BB R A B H MR 2SS IRHILF .

qgq(resultss$P)

BioF3 1/2



BioF3 HFKIEDT 07 GWAS AI]

BRI

o BIEPE: AREEERENAREE—RESTEMR*EL. A PCA BHEI/L PC HiihZEE
o ZEWI: SERASEMHHEER 5x10°8 (Bonferroni #RIE ~1M JITHELE)
o LD & — 1 EBE(SETEENN—E LD block BA9J1+1 SNP, EIEMERTHEE fine-mapping

¢

I

E&R
e PLINK 2 GWAS #1528

e gagmanR £
e GWAS Catalog

e |ocusZoom

HABXEMELNRS [£EF3]

RN EZTEAS, DEEMERFESMAIR,

BioF3 2/2


https://www.cog-genomics.org/plink/2.0/assoc
https://cran.r-project.org/web/packages/qqman/
https://www.ebi.ac.uk/gwas/
https://locuszoom.org/
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