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Variant type distribution (chr22)
Total: 10376 variants
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Variant distribution by genomic region
Most variants fall in introns and intergenic regions
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Transition / Transversion (Ti/Tv = 3.05)
Expected Ti/Tv ~ 2.0-2.1 for WGS; lower in coding regions
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Site frequency spectrum (chr22)
Classic L-shaped distribution: most variants are rare
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Variant density along chr22
Peaks may correspond to gene-dense regions or segmental duplications
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No coding variants in this subset
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