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HOMER — &L ERERE (B + de novo motif), REH
MEME Suite ZRInE, de novo RIMAESTR

motifmatchr + JASPAR R B motif scanning, &&# DiffBind 45 REX5)

HOMER HEEIF%

# L% HOMER (—/RM)
# http://homer.ucsd.edu/homer/introduction/install.html

# X narrowPeak fff motif EE&
findMotifsGenome.pl peaks.narrowPeak hg38 motif output/ \

-size 200 -mask -p 8

-size 200 FBY peak summit & 100bp o1, MEEZESSE:

e knownResults.html — B0 motif BIEEHR
e homerResults.html — de novo &I motif
o & motif B logo
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R B motif scanning

library(motifmatchr)
library(TFBSTools)
library (JASPAR2020)

# JREY JASPAR MJAZE TF motif
pfm list <- getMatrixSet(JASPAR2020, opts = list(species = "Homo sapiens"))

# £ peak FHIEIAE motif
library(BSgenome.Hsapiens.UCSC.hg38)
motif hits <- matchMotifs(pfm_list, peaks_gr, genome = BSgenome.Hsapiens.UCSC.hg38)

# RIS motif f£ DE peaks vs non-DE peaks ENES

B HRIFALZEEN DiffBind MERESHERERED: RE"EMAHAMRE gained B peak E&E T {4 motif",

FREE

o BX0 motif EE: WRIRMAIZ AR ChiP-seq, HESE—HIN1ZE ARE (androgen response element) , SIRAE, i7%0H
SR e =TI

e de novo motif: HOMER SEI{ML&TH motif, 218 de novo LERFE A motif SEMEML, RBESRE.

o BEFEE: HIANBENERAXEHE S, IRIRMN peak ERERBF, A'MBEBRHNF " HMESSESE.
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e HOMER EA N
e MEME Suite

o JASPAR #UERE

e motifmatchr Bioconductor

HBXERELRS [£EEF3]

RRXERTREAR, 2EEMERFEMANIR,
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http://homer.ucsd.edu/homer/motif/
https://meme-suite.org/
https://jaspar.elixir.no/
https://bioconductor.org/packages/motifmatchr/
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