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GSE GEO Series, — MRRIEIES GSE12345
GSM GEO Sample, —MFA GSM123456
SRP SRA Study SRP123456
SRS SRA Sample SRS123456
SRX SRA Experiment SRX123456
SRR SRA Run, BT T# reads SRR1234567
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Itk : https://www.ncbi.nlm.nih.gov/geo/
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SRA 2 NCBI MR FEIEITIEE. £ FASTQ NBESBRIE.

Lk https://www.ncbi.nlm.nih.gov/sra/
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CELLXGENE Discover 125 Z oI WA B MAENIESE, BEUELESE UMAP, MIEEBNERRIX,
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Human Cell Atlas
Human Cell Atlas &3 AZE/AES EEiE, HCA Data Portal I2 1t XA Z HZFIEUE,

At : https://data.humancellatlas.org/
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Expression Atlas [ Single Cell Expression Atlas
EMBL-EBI #9 Expression Atlas # Single Cell Expression Atlas {2t ERRIATHF LB RIANLR ,
Itk : https://www.ebi.ac.uk/gxa/
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